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Abstract

use of the combination of the single DNA strands and double strands to encode the information.

The sticker model is an important computing model in DNA computing which takes

The advantages can be concluded as follows (1) DNA strands can be used without augmentation;
(2) the DNA strands can be reused. In this paper, we proposed a DNA computing model to solve
the maximum clique problem based on two parallel computing methods. One is to divide the

graph into several subgraphs, and the other is to take bio-technology to fulfill the parallelism.
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which takes use of the combination of the single DNA strands
and double strands to encode the information. On this basis,
we solve the maximum clique problem based on two parallel
computing methods. One is to divide the graph into many
small subgraphs, and the other is to take the PCR technology

to fulfill the parallelism.



