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The Optimization of DNA Encodings Based on Modified PSO/GA Algorithm
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Abstract  The design of DNA sequence is important in improving the reliability of DNA compu-
ting. Some appropriate constrained terms that DNA sequence should satisfy are selected, and
then the evaluation formulas of each DNA individual corresponding to the selected constrained
terms are proposed. Modified Particle Swarm Optimization/Genetic Algorithm (MPSO/GA) is
presented to solve the multi-objective optimization problem. At last the comparison of the results
with the known DNA sequences in fitness function value is made to prove the feasibility and effi-

ciency of the method.
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performs the basic core processing and extraction that makes
the results visible to the naked eye. DNA encoding problem,
which has been proved to be an NP hard problem, is a key
problem for DNA computing, and usually solved by optimi-
zation algorithms. In this paper a new efficient genetic algo-
rithm for the design of DNA codeword is presented. Some
proper code design criterias are selected to improve the cod-
Simulation results show this

ing of the DNA sequences.

method is feasible and efficient.



